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ORDERING PHYSICIAN INFORMATION
" Tsawenuna/adtln (REFERRAL SITE):

All * fields must be filled

PATIENT INFORMATION

" Ua-wiwsing (FULL NAME):

« ladseSraadsery
(NATIONAL ID/PASSPORT NO.):

* wviszdrAaddie (CUNIC 1D

Hoyw® (ETHNICITY:: “iwdl (GENDER): O Male O Female * ywnd (PHYSICIAN NAME):
" Junsteu/iia N P
(DATE OF BIRTH): a1y {Age): wasdnsa (CONTACT NO.):
* wasRas (CONTACT NO.) (for payment): * s (EMAIL ADDRESS) (For reporting use):
" wadBadonsdigniiiu (CONTACT NO.} (for EMERGENCY): unlnd (FAX):
S AND PATIENT HISTORY
* 1a. DIAGNQOSIS OF PRIMARY TUMOUR (MUST CHOOSE ONE] [ Brain Cancer
[] Breast Carcinoma Subtype (ifany): ﬂ] Low-grade glioma [ High-grade glioma
ER(J+ve[J«ve  PR[J+ve[d-ve  HERZ[J+ve[]-ve [0 Diffuse midline glioma [ Gliablastoma Multiforme
] Colorectal Carcinoma (GEM)
[ Ovarian Carcinoma
[ Lung Cancer c:l Other,

[ Carcinoma of Unknown Primary (CUP)
[ Other, please specify:

* Ib, TRANSPLANT INFORMATION (MUST CHOOSE ONE

Subtype (if any): [J Non-Small Cell Lung Cancer (NSCLC)
[] Adenocarcinema [ Large Cell Carcinoma [ Squamous Cell

Carcinoma

[J Small Cell Lung Cancer Oves [No
Please check smoking status | 2.STAGEOF DISEASE
] Never/Light smaoker ] Heavy smoker {~15 pachk-years) O3 O O ON [JOther:
[ Thyroid Cancer

Subtype (if any): £] Anaplastic [ Papillary []] Meduliary [] Other, 3. RECEIVED TREATMENT BY LINE

O____ Ltreatment, receive
“TESTING NAME DESCRIPTION (working day)| SPECIMEN INPORMATION (PLEASE PROVIOE COPY OF PATHOLOGY REFORT
O ACTOnco® + DNA+RINA NGS testing: 440 gene mutations, 13 fusion genes, TMB and M5 8 EEPE SPECIMEN SUBMITTING INSTITUTION:
A Same as the ordering institution?
e DNA+RNA NGS testing: 101 druggabile genes, 29 fusion genes and M3I 7 " )
[ ACTDruge + O Yes O No,pleasespecify:
DNAHRMA NGS testing; 16 drugzable genes, 11 fusion genes and MSI [
LI ACTDruge Breast SPECIMEM Itk
DNAHRNA NGS testing; 20 druggable genes,11 fusion genes and MSI 6
O ACTDrug® GI
SPECIMEN SITE (e.g Right chiest wall nodule):
™ DNA+RNA NGS testing: 16 lung cancer related genes plus 15 fusion genes g
L1 ACTLung COLLECTION DATE(MM/DD/YY):
ing: fi - el I h 7- i
Cleo-Ls e Sl e P b 2| o CEFPEblockis) O FFPE slicels) O FFPE curlls)
1 Msl Phenotype Assayﬂl PCRtesting for MS! Biomarkers: BAT.25, BAT-26, MONQ-27, NR-21, NR-24 10 b. Number of specimens:
. a blockis) O curl(s
O] ACTNonet™ PCRtasting ALK, ROSL, RET; NTRKL/2/3, MET, EGR, KRAS, BRAF, EREE2 4 {s) fs}
a slides{s) O H&E slide{s}
3 PCRtesting Exan 18 GTEA/S/C, Exon 19 del, Exon 21 LB38R, Exon 21 . - X
[ ACTEGFR™ [Tissue] L8610, Exon 20 T790M, Exon 20 5768, Exon 2Ginsertions 23 ESTIMATED TUMCUR CONTENT®
NGS testing: BRCAL 2 and 22 gene mutations, BRCAL & 2 LGR, LOH score P 2% D‘30% C50% O 39% o Other:____l_%
O acTHRD™ and HRD status it Lowestvalus in the range would be used if a range of umaour content is provided
[ ACTBRCA® [Tissue] NGS testing: Tissue BRCAL & 2 mulations with LGR 10 SPECIMEN RETURN REQUIREMENT:
O yes O No
[ ACTMonitor®+ NG testing: 50 gene mutations b I_:IQUID.f,PECIME!e_SL:IE_leTTlNG INSTITUTION:
Same as the ordering institution?
. NGS lestmg_ AKT1, BRAF, COKNZA, CTNNBL, EGFR, FBXWT, IDH1.2, f(RAS, 0 :
[ acTMonitor® Colon NRAS. PIKICA SMADA, TPS3 [ Yes CI N, please specify:
ALK, BRAF, COKN2A, C GFR, ERBB2, KRAS, MLT, FikalA,
[] ACTMonitor® Lung '—fi_'f,?}"é’ FEA CTONB, & . 0 |sPECMENID:
NGS testing: AKT1, CCNDJ, COHI, ERS I, FGFR1, GATAS, PIKICA PECIMEN TYPE: pyriy for
[ ACTMonitor® Breast PTEN, -*i-';'-g . P LACTBRCA™ [Bigod] &
PR frc zmutat 1 LGR 10 O Whole Blood 10mLx 2 in Streck tube rp . ®,
) testing: Germiine & m NS wi
L ACTBRCA® [Blood] nGSt:rtj:i = O whole Blood 4-8mLx 1 in EDTA tube tcrarca® siwea s acres®
[ AcTCerebra™ 40 cruggable ganes for all major solid tumors vath brain metastases 8 0] Pieural Fluid 10mL x 2 in Streck tube acrear™ on
O ACTLiquid™ Pro [NGS testing; 523 gene mutations, 23 fusion genes with TMB and M5 g O Cerebraspinal fluid 4-8mLx 1 in Streck tube gacre nty
PCR testing: Exon 18 «on 21 LESSR, Exon 21 23
[ ACTEGFR™ [Blood] L8610, Exon 20 T75 insertions *COLLECTION DATE{MM/DD/YY):
D ACTRisk® NGS testing: 67 hereditary cancer related gene mutations with LGR i2 COLLECTION TIME: __ -
Additional document provided to ACT GENOMICS: O Molecular report for FISH/HC [ Copy of pathology reports O Others:
“Bhysician's Declaration: 3 I declare that the above information provided are accurate.
piaan s 1R 15 1 deciare that the specimen does not contain pathogens or infechious agents such as hepatitis 3, hepatitis G, HIV-Lor HIV-ILL
*ORDERING PHYSICIAN'S SIGNATURE: * PATHOLOKGY LABORATORY CHOP/SIGNATURE:

*SIGNATURE DATE (MM/DD/): = *SIGNATURE DATE (MM/DD/YY):. o
Specimen Arrival Date: Specimen Registration Date:

FOR INTERNAL USE ONLY

Specimen Registration Time: __ E Registered By: ___ Y N Billing: _ e
“Hote: The TAT begln wh!n speclmem arrive at Laboratory and not |ru:lude loglstictlme {additi cnal 2- 3 days) and meets the necessary requirement, excluding Tavwan and Thailand Public holidays.
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Genetic Tests — Patient Informed Consent Form é(E:EOMICS

Before you choose to have your specimen(s)/clinical samples for genomic test at ACT Genomics (Thaitand) Ltd. {Registration No. 0105561133747, “ACT Genomics”}
and/or its affiliate companies, please read this form and make sure you fully understand the purpose, procedures, limitations and risks involved in doing this test. If you
have any questions, please consult your referring doctor prior to signing this consent form.

ACT Genomics' cancer genetic testing service is used to detect specific cancer-related genetic mutaticns. This information can be used to assist doctors in determining
the clinical treatment for cancer or potential participation in clinical trials.

1. Upon the determination made by your dector, ACT Genomics will arrange the transportation of your clinical samiples {formalin-fixed paraffin-embedded specimens,
peripheral bload, or cerebrospinal fluid, etc.) obtained thraugh surgery ar other sampling metheds. After receivirlg your clinical samples that are meeting the testing
acceptance criteria of ACT Genomics laboratory located in Bangkok or Taipei, Taiwan, as the case may be {"ACT Gancmics Laboratory”), ACT Genomics Laboratory will
conduct the test and prepare the test report based on the testing service {further described below) you and your Hoctor selected. The report will then be provided to
the commissioned healthcare institution.

2. if the sample meets the acceptance criteria of ACT Genomics Laboratory, a complete testing pracess will be condycted, and the test resulis will be provided based on
the sample's quality, If the testing process does not meet the quality control standards, it will be jointly assessed by the referring doctor to either rebiopsy the sample
or terminate the testing.

3. Next-generation sequencing (NGS) testing services utilize next-generation sequancing and nucleic acid testing to sequence specific cancer-refated genetic mutations
within the specimen and generate the genomic mutation data. Subsequently, a comparison will be made with a {arge medical database to generate a testing report
based on the sequencing results.

4. Droplet Digital Polymerase Chain Reaction (ddPCR), Real-Time PCR testing or immunchistochemistry staining will be used to detect specific genes, and the obtained
test results will be used to generate a testing repoit.

S, Next-generation sequencing testing, ddPCR testing, RealTime PCR testing, immunchistochemistry staining and other testing technolagies still have their limitations, and
the accuracy of these tests is not 100%.

6. The scope of testing primarily focuses on gene mutations. Dug to limitations in testing technology and variations in tumor genes among individual clinical samples,
even if testing perscnnel have diligently followed standard operating procedures, it s still possible that no mutati04 abnermalities will be found in specific genes tested,
or this may result in the inability to pravide some test results, Examples of such situations include copy number variations (CNV}, microsatellite instability (MSI), tumor
mutation burden {TMB), etc.

7. The mutation status found in the test results may: a. has no corresponding drugs in the current rmedical databases; b. be in cliniczl trial stages; or ¢. be the same as the
treatment drugs you are currently or previously receiving.

8. The information related to cancer gene mutations and treatrment outcemes continuously evelve with ongoing medical research. Your medical team will integrate
clinical data such as blood and imaging, which may lead to varying interpretations of the drugs matched to the'testing results. The testing results are intended for
reference by healthcare professionals enly and do not replace the independent professional medical judgment of healthcare professionals. They should not be
considered as a diagnosis or medical treatment advice for any individual

9. Dueto the need for medical terminology and literatuse verification, tha test report is presentedin English for the convenience of healthcare institutions as a reference.

10. In compliance with the applicable laws, the test report wili be provided to your doctor or the commissioned healthtare institution. If you need ta obtain the test report,
please submit the request to your doctor or the commissioned healthcare institution,

11. Genetic test may reveal information related to genetics. For clinical interpretation of any test results, it is advised that you should consult with your doctor to assistin
evaluating subsequent health management considerations.

12. ACT Genomics will retain the test results for at least 7 years for the purpose of further serving you or discussing with your doctor,

13. ACT Genomics Laboratory will retain any remaining clinical samples for up to 3 months or according to the storage space limitations after the completion of the test
report. To the maximum extent permitted by applicable laws, the clinical samples will be retained in a de-identifiett manner for medical analysis. However, if you select
otherwise in the following “Certificate of Medical Necessity/Content” ar request ACT Genomics to destroy the remaining clinic samples, ACT Genomics will destroy the
remaining clinic samples as instructed.

14. For the purpose of providing testing services, your personal data and medical information may be stored ar processed in information systerns or servers operated by
ACT Genomics' affiliated company located in Hong Xong Special Administrative Reglon. ACT Genomics will implgment appropriate information security measures to
protect your personal data in accordance with applicable laws.

15. ACT Genornics may send your dlinical samples and related information to external laboratories or specialized service providers to perform specific parts of the testing
process. Such disclosure will be limited to what Is necessary and conducted under appropriate confidentiaiity and data protection measures.

Your privacy and personal information will be kept confidential in accordance with the applicable laws.

Certificate of Medical Necessity/Content:

I, or my legal representative, have discussed with the Ordering Doctor stated herein and am willing to undergo the selected test (stated below) and assume any related
risks. | hereby give consent to the medical institution that collected the sample, pathology report, and medication records, among other medical information, providing
them to ACT Genomics to conduct the test and analyze the results. [ also understand and agree that ACT Genomi¢s may transfer the aforementioned my sample and
infarmation to its affiliate companies located in Taipai, Taiwan to conduct the test and analyze the result, if needed. | further understand that ACT Genomics and the
involved its affiliate companies will following applicable laws or regulations, pravide the test results to the Referring Healthcare Institutions stated below

I, or my legal representative, have thoroughly read and fully understocd the contents of this Genetic Test Patient Informed Consent Form {hereinafter referred to as
the 'Consent Form'). | hereby consent to the contents of this Consent Form, and | agree that ACT Genomics may collett, process, and utilize my personal data foliowing the
terms specified in this Consent Form.

Any of the following items that | have not checked or checked both “Agree” and “Disagree” shall be considered s disagree.

O Agree When a biopharmaceutical company is researching and developing new drugs/treatment methads related to my testing results, ACT Genomics

0 Disagree is allowed tc provide information ta the referring doctor. The referring doctor will then assess whether these new drugs/treatment methods
may be beneficial for my future treatment.

O Agree In cempliance with personal data protection Jaws and relevant regulations, ACT Genomics, after removing information that can directiy or

0O Disagree indirectly identify my identity from genetic information and test results, may utilize such de-identified data, for exampie, to establish a
database or for querigs or research purposes by regulatory authorities or other institutions and companies.

O Agree ACT Genomics may, pursuant to the applicable laws, retain and use my remaining clinical samples in a de-identified manner for research or

0 Disagree medical znalysis purposes.

* Patient/Legal Representative Signature *: National 1D/ Passport Number:

Relationship to the Patient (In the case of authorization): Contact Number:

E-mail Address: Date: {Day/ Month/ Year)

*Doctor Signature: Referring Healtheare Institutions : Selected Test :

14 legally authorized representative refers to the spouse, father, mother, or a child who is at least 20 years old thaving reached legal sdulthood), or a person authorized
by the patient with lagal documentation, such as a court order {in cases where authorization cannot be granted uhder normal circumstances}.
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